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HPA076951
Female, age 39 Staining: Not detected
Ovary (T-87000) Intensity: Negative

Normal tissue Quantity: None
NOS (M-00100)
Patient id: 4395

Ovarian cancer tissue

HPA076951

Female, age 55 Staining: High
Ovary (T-87000) Intensity: Strong
Cystadenocarcinoma Quantity: 75%-25%

serous, NOS (M-84413)
Patient id: 3116

Supplementary Figure 1. IGF2BP3 expression of ovarian cancer was confirmed by
data from GEO and Human Protein Atlas database. (a) Analysis of single-cell
transcriptome data (GSE154600) in human OC tissue. (b) IGF2BP3 expression

between normal epithelial cell and malignant epithelial cells was tested by single cell

sequencing and compared. (¢) IGF2BP3 expression of ovarian cancer in GEO data of
GSE14407. (d) Raw data of IGF2BP3 RNA levels in GEO database (Accession
GSE14407, dataset GDS3592, gene ID: 203820 s at). (e) Comparison of relative
IGF2BP3 expression between ovarian cancer and normal tissues in The Human Protein

Atlas database.



