[image: ]Supplementary Figure 3. The most significant GO enrichment in the TCGA cohort. BP: biological process; CC: cellular component; MF: molecular function. The most significant GO enrichment in the ICGC cohort. BP: biological process; CC: cellular component; MF: molecular function.

image1.tiff
s. Figure 3

A Barplot of Enriched GO Terms

olefinic compound metabolic pr...
steroid metabolic process
epoxygenase P450 pathway'
steroid catabolic process:
organic acid biosynthetic proc...
cellular response to xenobiot...
carboxylic acid biosynthetic p...
xenobiotic metabolic process.
monocarboxylic acid metabolic ...
long-chain fatty acid metaboli..
plasma lipoprotein particle:

[%2)

E I\pupr:)lg‘;n parllfle

5 protein-lipid complex

= high-density lipoprotein parti... ONTOLOGY
8 basal plasma membrane DR

complex of collagen trimers
basal part of cell

basolateral plasma membrane:
blood microparticle

external encapsulating structu...
steroid hydroxylase activity
monooxygenase activity
oxidoreductase activity, actin..

iron ion binding

heme binding

tetrapyrrole binding

aromatase activity

arachidonic acid monooxygenase...
oxidoreductase activity, actin...
serine-type endopeptidase acti..

=
N
S

[2)
@
3
D=
zo
3
3
=4
)

B

Barplot of Enriched GO Terms

calcium-dependent cell-cell adhesion via plasma

membrane cell adhesjop molecules
pituitary glan c[‘eve?opment

male sex determination

adherens junction organization
replicative senescence

negative regulation of cellular senescence
inflammatory cell apoptotic process
hypothalamus development

stem cell proliferation

sex determination

catenin complex

telomere cap complex

nuclear telomere cap complex

o ONTOLOGY
2 P granule
5 pole plasm I sr
5 germ plasm M cc
o heterochromatin o we
chromosome, telomeric repeat region
integrator complex

dynactin complex
cyclic nucleotide binding
. DNA seconda;x structure bindilg
neutral amino acid transmembrane transport
. activit
metalloendopeptidase acllw&
olfactory receptor activity
cytokine activity
sfroglycan bindin:
cyclin-dependent protein ser‘f“rYe}lhr%&n?neq(ﬂlasg
inhibitor activit
retinol bindin
amino acid transmembrane transporter activity

o
N
w
EN

GeneNumber




