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Suppl 1. KEGG and GO enrichment analysis of ferroptosis-related DEGs. (A) KEGG enrichment analysis of ferroptosis-related DEGs. (B) GO enrichment analysis of ferroptosis-related DEGs.

image1.tiff
fesponse to oxcate stes.
nsaturato faty acid metaboi proooss.

Tpoxygenase patway

inoiic ackd metabolic process.

el response 0 oxidsve siress

cellas response o chemical iess

requiaton of apopotc signaing pttway

ogaie roquiationof ninsic 3optot signaling pattway infesponsa 1o ONA damage-
Intinsi apoptot sgnaing patiway In response o ONA damage

long chain faty acidbisyniheticprocess.

lameliposium membrane.

xidoreductase actuy, acting on single donos wilhincorporaton of moleclar oxygen
ronon Binding

actiy, actiog on' win molecutararygen,
oxicorecuctaso iy,

superoxide-gensraling NAD(PH oxidase acihiy-

xidoreduciase actviy, actng on NAD(PIH, 0xygen a5 accepior
‘soxygenase sy

cytoline receptor bicing-

RINA paymerase 1-¢peciic DNAbinding transeription facor ining
aldoketo reductase (NADP) activiy

AGE-RAGE signaling pathway
n diabetic complications.

‘Serotonergic synapse:

Avachidonic acid metabolism:

Central carbon metabolism in
cancer

Hepatits B-

Epstein-Barr virus infection

Hematopoietic cell neage-

Chagas disease

Human T-cell leukomia virus
infection

Th17 cell differentiation-

African trypanosomiasis:

T | |

I

—

—

I

I —————— §

S

—

——

—

—

— aane

——

— o

e — o W

] oors

— oo

— o

—

—

I

—

——

— s

— H

—

I

—

—

o 3 i § 3

Count
avatue

Sois
oon
oo
oo
oms
a0

IS

Count




